Uniformity_of_Cell_Size

<=2 >2
Bare_Nuclei Uniformity_of_Cell_Shape
<=3 >3 2 >2
<=
Clump_Thickness
Clump_Thickness Uniformity_of_Cell_Size
Benign
<=4 >4
<=3 >3 <=5 >5
Bare_Nuclei Benign
Benign
Benign Bland_Chromatin
<=2 >2
<=2 >2
Marginal_Adhesion Clump_Thickness
<=6 >6
<=3 >3
Marginal_Adhesion
Benign . X . Benign
Uniformity_of_Cell_Size
<=3 <=3
<=3 >3
Benign === Confusion Matrix ===
Benign Marginal_Adhesion
a b <--classified as
438 201 a =2 (benign) <s | s

18 2231 b =4 (malignant)

Benign


=== Confusion Matrix ===

   a   b   <-- classified as
 438  20 |   a = 2 (benign)
  18 223 |   b = 4 (malignant)


